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St is a common cause of salmonellosis. Due to resistance (R) to first-line drugs, fluoroquinolones (FQ) and 
extended spectrum cephalosporins (ESC) are used against severe Salmonella infections. In countries with 
high level of ESC- and FQ-R, azithromycin (AZM) has recently been proposed as a therapeutic alternative. In 
Argentina FQ and ESC-R rates are still low but AZM-resistant Salmonellas emerging 
To characterize AZM-R in multidrug resistant (MDR) St isolates. 
Methods. Between Apr-Dec 2014, 12 MDR-St (feces (10), psoas abscess (1) and blood (1)) were received at 
the NRL from 6 hosp, 3 prov. Serotyping was performed following the scheme of White-Kauffmann-Le Minor. 
Susceptibility methods were done according to M100-S24 CLSI guide. PCR, DNA sequencing and conjugation 
(E. coli J53, azide-R) were made by standard methods. XbaI-PFGE was made using PULSE-NET guidelines 
Results. Isolates were serotyped as St with AZM MIC range (μg/ml) 32-128, MIC50/90= 64. AZM-R was 
associated with the presence of mphA gene. Seven strains were CTX-M-14-producers, with MIC ranges to 
cefotaxime 64-≥256 and ceftazidime 4-16. Ciprofloxacin MICs were 0.5 for five strains and associated with 
qnrB19 gene. All the isolates were resistant to ampicillin (TEM-1-producers), trimethoprim-sulfamethoxazole 
(SXT), chloramphenicol (C), tetracycline (T), kanamycin (K) and streptomycin (S). All strains were susceptible 
to (MIC): imipenem (0.12-0.25), fosfomycin (0.12-0.5) and tigecycline (≤1). Two transconjugants (TC) were 
obtained from StM17330. TC1 harbored mphA and blaCTX-M-14 genes and was resistant to SXT, T, K, S and C; 
TC2 carried only blaCTX-M-14 gene. M17330 carried 3 plasmids: ca. 2.7 Kb (qnrB19), 106 Kb (CTX-M-14) and 
210 Kb (mphA). Four clusters were defined by PFGE. Comparing with the National PULSE-NET database, 
these clusters were detected previously across the country 
Conclusion. In the best of our knowledge, these isolates represent the first report of AZM-resistant 
Salmonella spp. associated with mphA gene in the Latin American Region. All St were MDR and most of them 
harboured blaCTX-M-14 and/or qnrB genes. AZM-R was not associated with the spread of a particular clone 
 


