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Background: The last plasmid-mediated quinolone resistance mechanism (PMQR) 
found, OqxAB, is a multidrug efflux pump that confers resistance to olaquindox (used 
as a growth enhancer in pigs), low-level resistance to quinolones and resistance to other 
antibiotics such as chloranphenicol (CHL) and trimethoprim (TMP). OqxAB was 
formerly found in the plasmid pOLA52 of Escherichia coli. Later, OqxAB was also 
found in almost 100% of Klebsiella pneumoniae where it seems to be mostly located in 
the chromosome. Our aim was to evaluate the occurrence and the prevalence of oqxAB 
in clinical isolates of E. coli. 
 
Methods: We studied 673 E. coli isolates, consecutively collected over a 5-day period 
(2007) in 66 hospitals of the WHONET-Argentina Network (Buenos Aires City and all 
the 23 Provinces). A representative sample of 98 isolates was analyzed [45 of 176 
strains with resistance or decreased quinolone susceptibility (DCS) and 53 of 497 with 
full quinolone susceptibility were selected at random]. Antibiotic susceptibility tests 
were done under CLSI guidelines. Detection of extended spectrum β-lactamases 
(ESBL) was done by disk diffusion test of the synergy between cefotaxime/ceftazidime 
and clavulanic acid. The presence of oqxA and oqxB and the analysis of the quinolone 
resistance determining regions (QRDRs) of gyrA and parC were done by PCR and 
DNA sequencing. 
 
Results: only 1 isolate (E. coli Q4160) of the DCS subset harbored oqxA and oqxB. 
Q4160 was isolated from a urine specimen of an 85-year-old male outpatient in the 
Province of La Pampa. Therefore, the oqxAB prevalence in E. coli, calculated over the 
complete set of 673 isolates, was 0.6%. Q4160 showed high resistance to nalidixic acid 
and decreased susceptibility to ciprofloxacin and levofloxacin [MIC (μg/ml ) were: 
>128, 1 and 2, respectively]. In addition, Q4160 showed intermediate resistance to CHL 
and TMP, as expected from the presence of OqxAB, and had an ESBL phenotype. In E. 
coli Q4160, we had not found any other known PMQR (previous studies) but the QRDR 
analysis showed the presence of 1 gyrA mutation (S83L). The sequences of oqxA and 
oqxB from Q4160 were identical to those found in pOLA52. 
Conclusions: besides K. pneumoniae, this is the first report of oqxAB in clinical 
enterobacteria from Argentina. The prevalence found here (0.6%) is in agreement with 
those reported for clinical E. coli in other regions (0.4% in Korea and 6.6% in China). 
 


